Figure 1 
Clone C35 

A. DNA Coding Sequence 

gcc gcg ATG AGC GGG GAG CCG GGG CAG ACG TCC GTA 
GCG CCC CCT CCC GAG GAG GTC GAG CCG GGC AGT 
GGG GTC CGC ATC GTG GTG GAG TAC TGT GAA CCC 
TGC GGC TTC GAG GCG ACC TAC CTG GAG CTG GCC 
AGT GCT GTG AAG GAG CAG TAT CCG GGC ATC GAG' 
ATC GAG TCG CGC CTC GGG GGC ACA GGT GCC TTT 
GAG ATA GAG ATA AAT GGA CAG CTG GTG TTC TCC 
AAG CTG GAG AAT GGG GGC TTT CCC TAT GAG AAA 
GAT CTC ATT GAG GCC ATC CGA AGA GCC AGT AAT 
GGA GAA ACC CTA GAA AAG ATC ACC AAC AGC CGT 
CCT CCC TGC GTC ATC CTG TGA 

B. Protein Sequence 

MSGEPGQTSVAPPPEEVEPGSGVRIVVEYCEPCGFEATYLEL 
ASAVKEQYPGIEIESRLGGTGAFEIEINGQLVFSKLENGGFPY 
EKDLIEAIRJRASNGETLEKITNSRPPCVIL* 
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Figure 3 



C35 ► 




18 70 14 1 40 



Figure 4 




Figure 5A 
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Figure 5B 

Percent Specific Lysis 
Effector : Target 
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Figure 6 
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AFLGYKAGMTHI 
GCC TTT CTG GGT TAC AAG GCT GGC ATG ACC CAC ATC 
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Figure 7A 

Percent Specific Lysis 
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Figure 7B 




|!J Peptide Concentration (nM) 
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Figure 8A 
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Published L3 (1276 bp) 

200 555 903 1192 



200 355 348 289 84 



168-171 = GACC 

H2.16 (1276 bp) 
168 



I 200 55p 903 11^92 



168 32 355 348 289 



168-171 = GATC 
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Figure 8B 
H2 N A22 A34 A39 B13 Thy 



355/348bp 
289bp 
200bp 
168bp 



84bp 




Figure 8C 
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Figure 9A 
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Figure 9C 
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A. 

gcccgagcggagccggccgcg ATG AGC GGG GAG CCG GGG CAG ACG TCC 
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CTG TGA ctgcacaggactctgggttcctgctctgttctggggtccaaaccttggtct 

ccctttggtcctgctgggagctccccctgcctctttcccctacttagctccttagcaaa 
gagaccctggcctccactttgccctttgggtacaaagaaggaatagaagattccgtggc 
cttgggggcaggagagagacactctccatgaacacttctccagccacctctatcccctt 
cccagggtaagtgcccacgaaagcccagtccactcttcgcctcggtaatacctgtctga 
tgccacagattttatttattctcccctaacccagggcaatgtcagctatgggcagtaaa 
gtggcgctac-polyA 
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Figure 10 



A. Breast epithelial cell lines 
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B. Primary breast tissue/tumors 
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Figure 11 



Primary bladder tumors 
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Figure 12 
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Figure 13 
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Figure 14 



A. Lytic activity of C35-specific T cell line 4 
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Figure 16 
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Tolerance to Alloantigens Induced in presence of 
Antigens and Anti-CD40 Ligand Antibody 
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